IN-MeMORY TECHNOLOGY Enasunc

Reat-TiMe ANALYSIS of BiG Mebpicat DaTa

ssssssss e g #Mutations by TASK_ID and GENE_NAME % 5
ZZZZZ 1 utatons Pathways C7 ® Click to enlarge picture
4 2 PR -
i I Clinica | Trials 7 @ i caLL Lows caceR
~ !
ggggggggggggggggg n e g Non-small cell lung cancer
e snkat oM, ANDAG, ocer PIKCA i | I Internal Homo sapiens (human) 5 genes
= - - | BT e B | o | “ . +/- Pazopanib as First-line Treatment in Advanced Gastric Cancer (Pal
- / 2} Charité t W Novaive
] 1 Homo sapiens (human) 5 genes
_ ///////%////////////////////// T, : ™
o External t
| KT
Cancer Gene Census (' ® //Z PubMed Links ' ® ﬁ o N ErbB signaling pathway
s . s | o ___ ¢ Molecular Profiling and Targeted Therapy for Advanced Non-Small Cell Lung Homo sapiens (human) 5 genes
i e —————— ] Cancer, Small Cell Lung Cancer, and Thymic Malignancies
oanem : “: « AUY922 in Patient With Stage IV NSCLC Endometrial cancer
¢ Genetics of EGFR (Epidermal Growth Factor Receptor) Mutation Study (GEM) Homo sapiens (human) 5 genes
¢ Molecular Epidemiology of Lung Adenocarcinoma in Multi-ethnic Asian
Phenotype Pathways in cancer
« Safety and Efficacy Study of Neratinib and Cetuximab to Treat Patients With Homo sapiens (human) 5 genes I
Quadruple Wild-Type Metastatic Colorectal Cancer

. Combination of international Prediction of drug response Automatic proposal of clini- Graph topology analysis
O research results to enable based on real-time analysis cal trials based on individual based on curated cellular
; personalized treatment of similar tumors sENERIEREINNENS pathways
—J
= PATIENT COHORT IDENTIFICATION OF ASSESSMENT OF INTERACTIVE GENOME
T ANALYSIS SCIENTIFIC KNOWLEDGE BrROWSER
o ot o o |
Exploration of genotypic Screening of latest scientific |dentification of drug inter- Interactive exploration of
and phenotypic correlations publications relevant for actions to ensure pharmaco- genomes at any site and
In patient cohorts personalized treatment therapy safety any level of detail
Prioritized Task Annotation and Upda- User-Defined
Scheduling ter Framework Analysis Workflows
O Prioritized resource manage- Permanent monitoring and Graphical modeling of analy-
= ment across departments integration of international sis workflows integrating
& and individual users annotation databases third-party tools
W N
) . : .
O Combining Structured Parallel Execution Resource Monitoring
d‘f and Unstructured Data Framework and Accounting
Application of text analysis | Automatic allqcation of Fair and equal use of compu-
features to identify medical resources enabling concur- tational resources
: entities rent workflow execution
*‘l NN /S /U R BINN /N R/ AR ENNN/ /B R AN RN /0B NS W/
> 160k Medical Terms and >135k Worldwide >130M Annotations from
< Pharmaceutical Ingredients Clinical Trials International Databases
|_
<L
O

DNA Sequences, e.g.
1,000 Genomes Project

>4M Research Publications > 1.5k Cellular Pathways

Contact

Dr. Matthieu-P. Schapranow, Cindy Fahnrich
Enterprise Platform and Integration Concepts

Hassp_ilgt’;m:;rl]r;:tlitutei . ANALYZE
E-Mail: schap @hpi.d GENOMES FUture SOC Lab @

http3//We-Ana|¥ZEGen0m?S-com by Hasso-Plattner-Institut by Hasso-Plattner-Institut
http://www.hpi.de/sapphire-now

Hasso
Plattner
Institut

IT Systems Engineering | Universitat Potsdam




